FIGURE 1, Nu^otide and deduced amino acid sequences of HPV18 L1. 
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FIGURE 2. Amino Acid Variations In LI Protein Of HPV18 
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SOURCES: 

HP VI 8 published: DNA sequence (GenBank accession no. X05015; Cole, S.T. 

and Danos, O v 1987, T. Mol. Biol. 193: 599-608). 
Originally cloned from a cervical carcinoma of a Brazilian 
patient (Boshart, M., et aL 1984, EMBO T . 3: 1151-1157). 

HP VI 8 Merck: Cloned from cell line SW756 derived from a cervical 

carcinoma (Freedman, R.S., et aL 1982, In Vitro 18: 719- 
726). SW756 was established in 1974 from biopsy material 
collected in Texas. 

#354-#795: Clinical specimens collected at Veterans Administration Medical 
Center, Indianapolis, Indiana. 

#23: Clinical specimen collected at Albert Einstein Medical Center, 

Philadelphia, Pennsylvania. 



FIGURE 3. Nucleotide and deduced amino acid sequences of HPV18 12. 
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FIGURE 4. Imnfunoblot of HPV18 L1 protein ex^ssed in yeast cells. 
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FIGURE 5. Immunoblot of HPV18 L2. protein expressed in yeast cells. 
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FIGURE 6. Electron micrograph of HPV18 L1 VLPs. 
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